. Primers used in this study. Table S2 . GenBank accession numbers or gene models used in this study. Figure S1 . DNA sequence alignment of PtFLA1-10 from Populus trichocarpa. PtFLA2 and PtFLA3 is the same gene. The gene models of PtFLA1-10 were listed in Table S2 . The alignment was generated by ClustalX (1.83) (http://www.clustal.org/clustal2/). which were distinguished by the black lines. PtFLA1-10 were clustered into the same subclade as AtFLA11/12 in group A. The unrooted cladogram was generated with TreeView (version 1.6.6) (http://taxonomy.zoology.gla.ac.uk/rod/treeview.html).
Figure S3
. qRT-PCR analysis of the other nine PtFLAs. cDNA derived from different tissues was used for qRT-PCR with gene specific primers ( Supplementary Table S1 ). The experiment was performed three times using different batches of plants. Error Table S1 ). The experiment was performed three times Table S1 . Primers used in this study.
Primer name
Sequence of primer
PtFLA2-RR 5'-CAAAACCAGACCAAACCCCAC-3'
PtFLA4-RF 5'-TCGAGCTTAATTTGCATTGGTATTT-3'
PtFLA4-RR 5'-GGGTGGATCTCAAAAGGCGA-3'
PtFLA5-RF 5'-CAACTTGCATTGGCATTTCTGA-3'
PtFLA5-RR 5'-TGCTTGAATCATTTAGTGCGGAG-3'
PtFLA6-RF 5'-GAATTGTTTCGAGCATTTTATCCC-3'
PtFLA6-RR 5'-CTGGAGGTTGTGCTACGACTACTG-3'
PtFLA7-RF 5'-GATGAAGCACCATTTTTCAGTCTTC-3'
PtFLA7-RR 5'-CAGGACCTTTTGAAACTTGTACAGG-3'
PtFLA8-RF 5'-TCTGCATAACAACGCCTTGC-3'
PtFLA8-RR 5'-ATGGGAATGACAGGAAAACGTC-3'
PtFLA9-RF 5'-GTAATGCCACCACCTACGACCC-3'
PtFLA9-RR 5'-CGTTTAGAAAGCCCGCTTTGAG-3'
